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<210> 1 

<211> 568 

<212> PRT 

<213> Homo sapiens 

<400> 1 

Met Pro Ser Thr Asp Leu Leu Met Leu Lys Ala Phe Glu Pro Tyr Leu 
1 5 10 15 

Glu lie Leu Glu Val Tyr Ser Thr Lys Ala Lys Asn Tyr Val Asn Gly 
20 25 30 

His Cys Thr Lys Tyr Glu Pro Trp Gin Leu lie Ala Trp Ser Val Val 
35 40 45 

Trp Thr Leu Leu lie Val Trp Gly Tyr Glu Phe Val Phe Gin Pro Glu 
50 55 60 

Ser Leu Trp Ser Arg Phe Lys Lys Lys Cys Phe Lys Leu Thr Arg Lys 
65 70 75 80 

Met Pro lie lie Gly Arg Lys lie Gin Asp Lys Leu Asn Lys Thr Lys 
85 90 95 

Asp Asp He Ser Lys Asn Met Ser Phe Leu Lys Val Asp Lys Glu Tyr 
100 105 110 

Val Lys Ala Leu Pro Ser Gin Gly Leu Ser Ser Ser Ala Val Leu Glu 
115 120 125 

Lys Leu Lys Glu Tyr Ser Ser Met Asp Ala Phe Trp Gin Glu Gly Arg 
13 0 13 5 14 0 

Ala Ser Gly Thr Val Tyr Ser Gly Glu Glu Lys Leu Thr Glu Leu Leu 
145 150 155 160 

Val Lys Ala Tyr Gly Asp Phe Ala Trp Ser Asn Pro Leu His Pro Asp 
165 170 175 



He Phe Pro Gly Leu Arg Lys He Glu Ala Glu He Val Arg He Ala 
180 185 190 



Cys Ser Leu Phe Asn Gly Gly Pro Asp Ser Cys Gly Cys Val Thr Ser 
195 200 205 

Gly Gly Thr Glu Ser lie Leu Met Ala Cys Lys Ala Tyr Arg Asp Leu 
210 215 220 

Ala Phe Glu Lys Gly lie Lys Thr Pro Glu lie Val Ala Pro Gin Ser 
225 230 235 240 

Ala His Ala Ala Phe Asn Lys Ala Ala Ser Tyr Phe Gly Met Lys He 
245 250 255 

Val Arg Val Pro Leu Thr Lys Met Met Glu Val Asp Val Arg Ala Met 
260 265 270 

Arg Arg Ala He Ser Arg Asn Thr Ala Met Leu Val Cys Ser Thr Pro 
275 280 285 

Gin Phe Pro His Gly Val He Asp Pro Val Pro Glu Val Ala Lys Leu 
290 295 300 

Ala Val Lys Tyr Lys He Pro Leu His Val Asp Ala Cys Leu Gly Gly 
305 310 315 320 

Phe Leu He Val Phe Met Glu Lys Ala Gly Tyr Pro Leu Glu His Pro 
325 330 335 

Phe Asp Phe Arg Val Lys Gly Val Thr Ser lie Ser Ala Asp Thr His 
340 345 350 

Lys Tyr Gly Tyr Ala Pro Lys Gly Ser Ser Leu Val Leu Tyr Ser Asp 
355 360 365 

Lys Lys Tyr Arg Asn Tyr Gin Phe Phe Val Asp Thr Asp Trp Gin Gly 
370 375 380 

Gly He Tyr Ala Ser Pro Thr He Ala Gly Ser Arg Pro Gly Gly He 
385 390 395 400 

Ser Ala Ala Ala Trp Ala Ala Leu Met His Phe Gly Glu Asn Gly Tyr 
405 410 415 

Val Glu Ala Thr Lys Gin He He Lys Thr Ala Arg Phe Leu Lys Ser 
420 425 430 

Glu Leu Glu Asn lie Lys Gly lie Phe Val Phe" Gly Asn Pro Gin Leu 
435 440 445 

Ser Val He Ala Leu Gly Ser Arg Asp Phe Asp lie Tyr Arg Leu Ser 
450 455 460 

Asn Leu Met Thr Ala Lys Gly Trp Asn Leu Asn Gin Leu Gin Phe Pro 
465 470 475 480 

Pro Ser lie His Phe Cys He Thr Leu Leu His Ala Arg Lys Arg Val 
485 490 495 



Ala lie Gin Phe Leu Lys Asp lie Arg Glu Ser Val Thr Gin lie Met 
500 505 510 



Lys Asn Pro Lys Ala Lys Thr Thr Gly Met Gly Ala lie Tyr Gly Met 
515 520 , 525 

Ala Gin Thr Thr Val Asp Arg Asn Met Val Ala Glu Leu Ser Ser Val 
530 535 540 

Phe Leu Asp Ser Leu Tyr Ser Thr Asp Thr Val Thr Gin Gly Ser Gin 
545 550 555 560 

Met Asn Gly Ser Pro Lys Pro His 
565 



<210> 2 
<211> 5741 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : nucleotide 
sequence of human SGPL1 cDNA 

<400> 2 

gcggctgccg ggcctccaat ctcggcggcg gcggcggcaa caggggagcc tgggtctcgc 60 
ggcctgcgag tccgtcgcgt gctgagggag acgcaggagg tggagccggc cgggtgctcg 12 0 
agggaaggag actggaagct ggttccggcg tgaggagagt ctgaaaaagg ggagcgcgga 180 
gaggaggctg gaagaggaag atgcctagca cagaccttct gatgttgaag gcctttgagc 24 0 
cctacttaga gattttggaa gtatactcca caaaagccaa gaattatgta aatggacatt 300 
gcaccaagta tgagccctgg cagctaattg catggagtgt cgtgtggacc ctgctgatag 360 
tctggggata tgagtttgtc ttccagccag agagtttatg gtcaaggttt aaaaagaaat 42 0 
gttttaagct caccaggaag atgcccatta ttggtcgtaa gattcaagac aagttgaaca 480 
agaccaagga tgatattagc aagaacatgt cattcctgaa agtggacaaa gagtatgtga 54 0 
aagctttacc ctcccagggt ctgagctcat ctgctgtttt ggagaaactt aaggagtaca 600 
gctctatgga cgccttctgg caagagggga gagcctctgg aacagtgtac agtggggagg 660 
agaagctcac tgagctcctt gtgaaggctt atggagattt tgcatggagt aaccccctgc 720 
atccagatat cttcccagga ctacgcaaga tagaggcaga aattgtgagg atagcttgtt 780 
ccctgttcaa tgggggacca gattcgtgtg gatgtgtgac ttctggggga acagaaagca 84 0 
tactgatggc ctgcaaagca tatcgggatc tggcctttga gaaggggatc aaaactccag 900 
aaattgtggc tccccaaagt gcccatgctg catttaacaa agcagccagt tactttggga 960 
tgaagattgt gcgggtccca ttgacgaaga tgatggaggt ggatgtgcgg gcaatgagaa 1020 
gagctatctc caggaacact gccatgctcg tctgttctac cccacagttt cctcatggtg 1080 
taatagatcc tgtccctgaa gtggccaagc tggctgtcaa atacaaaata ccccttcatg 1140 
tcgacgcttg tctgggaggc ttcctcatcg tctttatgga gaaagcagga tacccactgg 1200 
agcacccatt tgatttccgg gtgaaaggtg taaccagcat ttcagctgac acccataagt 1260 
atggctatgc cccaaaaggc tcatcattgg tgttgtatag tgacaagaag tacaggaact 1320 
atcagttctt cgtcgataca gattggcagg gtggcatcta tgcttcccca accatcgcag 1380 
gctcacggcc tggtggcatt agcgcagcct gttgggctgc cttgatgcac ttcggtgaga 1440 
acggctatgt tgaagctacc aaacagatca tcaaaactgc tcgcttcctc aagtcagaac 1500 
tggaaaatat caaaggcatc tttgtttttg ggaatcccca attgtcagtc attgctctgg 1560 
gatcccgtga ttttgacatc taccgactat caaacctgat gactgctaag gggtggaact 1620 
tgaaccagtt gcagttccca cccagtattc atttctgcat cacattacta cacgcccgga 1680 
aacgagtagc tatacaattc ctaaaggaca ttcgagaatc tgtcactcaa atcatgaaga 1740 
atcctaaagc gaagaccaca ggaatgggtg ccatctatgg catggcccag acaactgttg 18 00 



acaggaatat ggttgcagaa ttgtcctcag 
ctgtcaccca gggcagccag atgaatggtt 
ctagtctcaa ggggattcca gccttcagaa 
, aactttgaca tctggtcttg ctccatagag 
gagcctcagg attcttgttc ttcctcttat 
ccagagaatt ccattacata atgattttgc 
tttaaccatt tccttttcta aactctctag 
gctctgacct gtcctgattc tttagagaag 
ttctttgtta tctcaggcag gaggcgttta 
ggtatactct aagcaggagg ctttttcagc 
ttgagatgga attttgctct tttgcccagt 
tgcaacctcc acccactggg ttcaagcgat 
attaccggca cccaccacca cgcctggcta 
ggttcaccgt gttggccagg ctggtcttga 
cgcctcagcc tcccaaagtg ctgggattac 
ctcttaagag taggttcatt gtctgtctta 
ttccagggca cagatcgacc aagctgccgt 
catacctgct tcgtccaccc aggcagggtt 
catttgacac ttggttgcca ccatctttgg 
gctttttctt gttaccatgg actaggaaga 
ttggccatgg tgccgccttc ctgaattggc 
gggctggtga tgagcagaaa tcagaccttt 
tgaacaccca gattcaaata tgtcaccaaa 
gttaagccat tatgtaatga aaatgtgttt 
aagttgcctt gacttaccct aggtgggtgt 
tctattagtg tgttcttctg cctcttcccc 
gttttgcctc aggtgctgaa catttctcag 
gaaacaggat aggaaagcag aatggcgagc 
ccaagactag ctgctcaggg tggtgcaggg 
cttctttccc ctatagggaa ctctgtaggc 
atcttgtgcc tttctcctca gcagtgagca 
aaatggatca gtctttgagg tttctatttg 
acactttcct ctgttccatt ccccatctca 
tggtgtcttc tagtttcccc cactgggaat 
tttcctcagg ctccttggca tgttagtctg 
aacaactgtg actagctggc cacgccattc 
gtgtgtgtgt gtttttcctg tttgcccagc 
gtgtgtatgt gtgtgtgtca .gagggagacc 
tcagagctgt ttggtcagtg cattatgttg 
cagacaccac tgtggcttgc cagctgccaa 
ctccccagaa ccagaccccg agccactcgc 
ggggagatgg tgtttttcaa agggacctac 
ttagtttgac ttaacacttt tgtaggcttt 
tagcagctac tctgtagcag aggtgggtag 
atgtcacatc ggcctctgca aaaactgtac 
catgtgaata tactgctatg tcacttttaa 
cttgcttctt ttaaatctct gtcttctcta 
cctaatttca gcaataatct caaaaagcaa 
actgtggatg gttgcattca tttgattact 
tggccatgct tgaatgggct cctggtgaga 
gtgcccactg ataccaagac caatgaaaga 
ccaggcactt caataggtcg ctgattggtc 
tcagagaggt ctgaaattca ggttcttagt 
tttccatctt catcatccac ttctgcttac 
attgagttat ctgggtggtc tctagccatc 
cattggcctc aaaccctgca tttggtttag 
cacacatgta actgctggag atcttattct 



tcttcttgga cagcttgtac agcaccgaca 1860 
ctccaaaacc ccactgaact tggacccttt 1920 
ggttcttggg atatggaaca ggccgtgcac 1980 
cacaactcaa gatagaccat gagacagctt 2 04 0 
cttccttttg tggtttttaa tttgaagacc 2100 
ccttgttata aatgttaccc taggaattgt 2160 
ctttcaactt tacttaaaca ttgtgtggta 2220 
ctggggtaca gtttatgaga tagctagagc 2280 
cataacagat gtttcctcag ctgggtgtga 2340 
cttctctctc tttttttttt tttttttttt 2400 
ctggagtgca gtggcatgat ctcagctcac 2460 
tcttctgcct cagcctcccg agtagctggg 2520 
atttttcaat tttctttttc agtagagacg 2580 
actcctgacc tcaggtgata cccgcccccc 2640 
aggcgtgagc caccgtgcct ggccctgtct 2700 
gagtcacttc tattgcaact cattttcttt 2760 
tccctattct gcaggacagg actattctag 2820 
tggggtggtc tcttctgtgc ctgcagtccc 2880 
agattattgt ttggaatgat gcttccattg 2940 
aaacatggtt tccaaataat ctgggagctt 3 000 
agtggtcaga gcacacctga accctatcct 3 060 
ttctatgctt ttttgaatat cagagtagga 3120 
gttggtggtg gtccttccct gcacccttgc 3180 
gcttgaagga acagctcaaa gcaccttcac 3240 
gaaagagcac ccgtagcaag gaaaattttc 3300 
cttgattcag ctttcagagg tactatggca 3360 
ccctggctaa aagggagcag cacagggaga 3420 
agcctatggc ccagggcctg taatcccttc 3480 
acaggaccag accctgcgcc tatttcctgc 3540 
tgagccactg tcctgctctt atgacattat 3600 
gtgagctact cctggcccag gccctagggg 3660 
gggaggggag tacttaagat gagtcaaaag 3 720 
gggactcctg aatattcagc ctctccaggc 3780 
gctggctggg agagccatga ctaccagact 3840 
aattgttctt gagcactgta ctactgaccc 3900 
agggctggtg tggcatttat gtgtgtgtgt 3960 
agtgcattgt gggttccaag agtgggtagt 4020 
tggcaggcac ctctttgaga gtagctgtgg 4080 
aatgaggtcc aggaacccag agccacccag 4140 
gatggagaag catgtgcccc tgtagagcgt 4200 
ttcctctgtg ctgtgacaac attggtgcca 4260 
tgtagccact ttaatttaca attaagagcc 4320 
tcattgtgta tttttgtgta tgtgtgcata 4380 
agacacttaa tagtatcatg tcgcatgcag 4440 
tgtcttgttt ctgcattaga cttaagtagt 4500 
tattacgagt tttatacttg gaaaatggta 4560 
acctccccct tcccatttca atgctccctt 4620 
ttaaatagtt aaatgaccct aattgtaatt 4680 
tgggcacaca cgagatgaca aatggggcag 4 74 0 
gattgccccc tggtggtgaa acaatcgtgt 4800 
gacacagtta agcagcaatc catctcattt 4860 
cttgcaccag cagtggtagt cgtacctatt 4920 
ttgccaggga caggccctat cttatatttt 4980 
agtttgctgc ttacaataac ttaatgatgg 5040 
tgggcagtgt ggttctgtct aaccaaaggg 5100 
gggctaacag agctcctcag ataatcttca 5160 
attatgaata agaaacgaga agtttttcca 5220 



.aagtgttagt caggatctga aggctgtcat tcagataacc cagcttttcc ttttggcttt 5280 
tagcccattc agactttgcc agagtcaagc caaggattgc ttttttgcta cagttttctg 5340 
ccaaatggcc tagttcctga gtacctggaa accagagaga aagaggatcc aggatgtact 54 00 
: tggatgagga ggcctggctt atctaggaag tcgtgtctgg ggtgcttatt gctgctccat 5460 
acagctgtac gtcagcccct tggccttctc tgtaggttct tggcagcaat gagcagcttt 5520 
cactcagtga cacaagtaat tactgagtcc taatttgata gccaccaact gtacctgggt 5580 
aggcaaagtc agatttttga gaaccttttt cctgatttga agttttaatt accttatttt 5640 
cttttatgct ttcctctgtc ttgtaatctt ttctcttctt aatatccttc cctataattt 5700 
caattatttg gattaatttt agaataaacc tatttatttc t 5741 



<210> 3 

<211> 1707 

<212> DNA 

<213> Homo sapiens 



<400> 3 

atgcctagca 

gtatactcca 

cagctaattg 

ttccagccag 

atgcccatta 

aagaacatgt 

ctgagctcat 

caagagggga 

gtgaaggctt 

ctacgcaaga 

gattcgtgtg 

tatcgggatc 

gcccatgctg 

ttgacgaaga 

gccatgctcg 

gtggccaagc 

ttcctcatcg 

gtgaaaggtg 

tcatcattgg 

gattggcagg 

agcgcagcct 

aaacagatca 

tttgtttttg 

taccgactat 

cccagtattc 

ctaaaggaca 

ggaatgggtg 

ttgtcctcag 

atgaatggtt 



cagaccttct 
caaaagccaa 
catggagtgt 
agagtttatg 
ttggtcgtaa 
cattcctgaa 
ctgctgtttt 
gagcctctgg 
atggagattt 
tagaggcaga 
gatgtgtgac 
tggcctttga 
catttaacaa 
tgatggaggt 
tctgttctac 
tggctgtcaa 
tctttatgga 
taaccagcat 
tgttgtatag 
gtggcatcta 
gttgggctgc 
tcaaaactgc 
ggaatcccca 
caaacctgat 
atttctgcat 
ttcgagaatc 
ccatctatgg 
tcttcttgga 
ctccaaaacc 



gatgttgaag 
gaattatgta 
cgtgtggacc 
gtcaaggttt 
gattcaagac 
agtggacaaa 
ggagaaactt 
aacagtgtac 
tgcatggagt 
aattgtgagg 
ttctggggga 
gaaggggatc 
agcagccagt 
ggatgtgcgg 
cccacagttt 
atacaaaata 
gaaagcagga 
ttcagctgac 
tgacaagaag 
tgcttcccca 
cttgatgcac 
tcgcttcctc 
attgtcagtc 
gactgctaag 
cacattacta 
tgtcactcaa 
catggcccag 
cagcttgtac 
ccactga 



gcctttgagc 
aatggacatt 
ctgctgatag 
aaaaagaaat 
aagttgaaca 
gagtatgtga 
aaggagtaca 
agtggggagg 
aaccccctgc 
atagcttgtt 
acagaaagca 
aaaactccag 
tactttggga 
gcaatgagaa 
cctcatggtg 
ccccttcatg 
tacccactgg 
acccataagt 
tacaggaact 
accatcgcag 
ttcggtgaga 
aagtcagaac 
attgctctgg 
gggtggaact 
cacgcccgga 
atcatgaaga 
acaactgttg 
agcaccgaca 



cctacttaga 
gcaccaagta 
tctggggata 
gttttaagct 
agaccaagga 
aagctttacc 
gctctatgga 
agaagctcac 
atccagatat 
ccctgttcaa 
tactgatggc 
aaattgtggc 
tgaagattgt 
gagctatctc 
taatagatcc 
tcgacgcttg 
agcacccatt 
atggctatgc 
atcagttctt 
gctcacggcc 
acggctatgt 
tggaaaatat 
gatcccgtga 
tgaaccagtt 
aacgagtagc 
atcctaaagc 
acaggaatat 
ctgtcaccca 



gattttggaa 
tgagccctgg 
tgagtttgtc 
caccaggaag 
tgatattagc 
ctcccagggt 
cgccttctgg 
tgagctcctt 
cttcccagga 
tgggggacca 
ctgcaaagca 
tccccaaagt 
gcgggtccca 
caggaacact 
tgtccctgaa 
tctgggaggc 
tgatttccgg 
cccaaaaggc 
cgtcgataca 
tggtggcatt 
tgaagctacc 
caaaggcatc 
ttttgacatc 
gcagttccca 
tatacaattc 
gaagaccaca 
ggttgcagaa 
gggcagccag 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1707 



<210> 4 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : primer for the 
human SGPL1 gene 



<400> 4 

tgcccactga taccaagacc a 



21 



<210> 5 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer for the 
human SGPL1 gene 

<400> 5 

agtgcctgga aatgagatgg a 



<210> 6 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer for the 
human cyclophilin B gene 

<400> 6 

actgaagcac tacgggcctg 



<210> 7 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer for the 
human cyclophilin B gene 

<400> 7 

agccgttggt gtctttgcc 



<210> 8 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer for the 
human ribosomal protein S9 gene 

<400> 8 

ggtcaaattt accctggcca 



<210> 9 



<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer for the 
human ribosomal protein S9 gene 

<400> 9 

tctcatcaag cgtcagcagt tc 22 



<210> 10 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer for the 
human beta-actin gene 

<400> 10 

tggaacggtg aaggtgaca 



<210> 11 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
human beta-actin gene 

<400> 11 

ggcaagggac ttcctgtaa 



<210> 12 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
human GAPDH gene 

<400> 12 

cgtcatgggt gtgaaccatg 



Sequence : primer for the 



19 



Sequence : primer for the 



20 



<210> 13 

<211> 21 

<212> DNA 

<213> Artificial 



Sequence 



<220> 



m <223> Description of Artificial Sequence : primer for the 
human GAPDH gene 

- <400> 13 

gctaagcagt tggtggtgca g 21 



<210> 14 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer for the 
human transferrin receptor TRR gene 

<400> 14 

gtcgctggtc agttcgtgat t 21 



<210> 15 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer for the 
human transferrin receptor TRR gene 



<400> 15 

agcagttggc tgttgtacct etc 



23 



